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(E) 




(F) 



rx 



Figure 1 (A-F) 

Construct Forms Comprising at Least one Single-Stranded 

Region 




Figure 2 (A-F) 
Functional Forms of the Construct 



3/23 



(A) 




RNA 
Pol'ase 



Cognate Product 
Promotor Sequence 





Second RNA Second Product 



Promotor Pol'ase Promotor Sequence 



Figure 3 (A-C) 



Three Constructs with an RNA Polymerase 
Covalently Attached to a Transcribing Cassette 
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Product T7 Firs! RNA T7RNA 

Sequence Promotor Promotor Pol'ase 

(e.g. Pol ill) 



B 



First RNA 77 T7RNA Product 

Promotor Promotor Pol'ase Sequence 

(e.g. Pol III) 



First RNA T7 T7 RNA T7 Product 

Promotor Promotor Pol'ase Promotor Sequence 

(e.g. Pol III) (Weak) (Strong) 



Figure 4 (A-C) 



Three Constructs with Promoters 
for Endogenous RNA Polymerase 



5/23 



M13mp18. Seq Length: 7250 



1 . 


AATGCTACTA 


CTATTAGTAfi 




ATY TTI I PAr* 


UlUULJuUUUL 


51 . 


AAATGAAAAT 


ATAQCTAAAC 


AGGTTATTnA 




A ATPTATPTA 
AAlvjil AIG 1 A 


101. 


ATQGTGAAAC 


TAAATCTACT 




ATTOGGAATH 


rVAL» lull /ALVA 


151. 


TGGAATG4AA 


CTTOCAGflCA 


CCGTACTTTA 


GTTGCATATT 


TAAAACATGT 


201 


TGM3CTACAG 


OVDCAGATTC 


AGCAATTAAG 


CTCTAAGCGA 


ICCQCVaAAAA 


251 


TGACCTCTTA 


TCAWGG^G 


CMTTAAAGG 


TACTCTCTM 


TDCTOAOCTG 


301. 


TTGGAGTTTG 


CTTCOGGTCT 


GGTTCGCTTT 


G^GCTOGVV 


TTAAAACGDG 


351. 


ATATTTGAAG 


TCTTTOGGQC 


TTCCTCTTAA 


TCI 1 1 1 IGAT 


k**— TATA 1 V«*A_AJ#>_/ 1 


401. 


TTGO'flUlGA 


CTATMTAGT 


CAGQGTAAAG 


ACCTGATTTT 


TGATTTATm 

lvar\| 1 1 AS 1 vJ*J 


451. 


TCATTCTCGT 


TTTCTGAACT 


GTTTAAAGCA 


TnrvvwGG 


ATTCAAT^AA 


501. 


TATTTATGAC 


GMT00QOV3 


TATTGGflCGC 


TATCGAGTCT 


AAACATTTTA 


551. 


CTATTACCCC 


CJCTGGCAAA 


ACTTCTTTTG 


CAAAAGCCTC 


TCGCTATTTT 


601. 


GGl 1 1 1 IATC 


GTCGTCTQGT 


AAA3G4QGGT 


TATOATAGTG 


TTGCTCTTAC 


651 . 


TATGCCTCGT 


AATTCCIII 1 


GGCGTTATGT 


ATCTGCATTA 


Gm^ATGTG 


701. 


GTATTCCTM 


ATCTCAACTG 


ATGAATCTTT 


CTACCTGTM 


TAATGTTGTT 


751. 


CCGTTA3TTC 


GTTTTATTM 


CGTAGATTTT 


TCTTCCCMC 


GTTXTTG4CTG 


801 . 


GTATAATGAG 


CCAGTTCTTA 


AAATCGCATA 


AGGTrAATTCA 


CAATf^ATTAA 

MrV\ 1 v_VA i i AVA 


851. 


AGTTGAAATT 


AAACCATCTC 


AAQ0CCMTT 


TACTACTCGT 


TTTITYTrnTTP 

1 w 1 VJU 1 VJi 1 1 Vm» 


90 1 . 




AAGCTTATT 


CACTCWVTGA 


GGAOjlllGr 


TACGTTGATT 


951. 


TG9CTMTCA 


ATATOCQGTT 


CTTGTU^VAG 


ATTACTCTTG 


ATGAAGGTCA 


1001 


GCGAOXTAT 


GCGOCTOGTC 


TCTACACOGT 


TCATCTGTCC 


TCTTTCAAAG 


1051 


TTGGTGAGTT 


CQGTHXCTT 


ATGATTGACC 


GTUTQ0Q0CT 


OGTTOCGGCT 


1101 


AAGTAACATG 




CGGMTTO^ 


CACAATTTAT 


CAGQOGATCA 


1151 


TACAAATCTC 


CGTTGTACCTT TGTTTCGCGC 


TTGGTATMT 




1201 


CAAACA1CAG 


TGTTTTAGTG 


TATTCTTTCG 


CCTCTTTCGT 


TTTAGGTTGG 



Figure 5 



M13mp1 8 "Nucleic Acid 



Sequence 
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1251 TGCCTTOGTA GTGGCATTAC GTATT7TACC OGTTTMTQG AAACTTCCTC 

1301 ATGAAAAAGT CTTTAGTCCT CVWV3CCTCT GTA3O0GTTG CTACOCVCGT 

135 1 TGOGATGCTG TCTTTOGCTG CTGAGGGJTC& 0GAID0CX3ZA AAA30Q3XT 

1401 TTMCrCCCT GCAA30CTOV GOG^OOGW ATATCGGTTA TOOGTQQGCG 

1451 ATGGTTGTTG TCATTGTDGG CGCA/OATC GGTATCAAGC TGTTTAAGAA 

1501 ATTCACCTCG AAACCAAGCT GATAAfiOOGA TACAATTAAA GQCTCCTTTT 

1551 GG^ocrnr tttttggaga, ttttcaacgt GAAAAAATTA ttattcgcm 

1601 TTCCTTTAGT TGTTCCTTTC TATTCTCACT CXX3CTGAAAC TGTTGAAAGT 

1651 TGTTTAGCAA AAXCCATAC AGAAAATTCA TTTACTMCG 7CTGSWCA 

1701 (TACWACT TTAGMCGTT AOGCTAACTA TGflQQGTTCT CTGTQGMTG 

1751 CT/OGGCGT TGTAGTTTGT A^TGGTGYXB AAACTOVGTG TTAOGGTACA 

1801 TGGGTTOCTA TTQQQCTTGC TATCCCTGM M7G4GGGTG GTOQCTCTG^ 

1851 GQGTGQOQGT 7CTG4GGGTG GOGGTTCR^ GQGTGGDGGT ACTAAACCTC 

190 1 CVOAGTfiCGG TGMACACCT ATTCCGGGCT ATACTTATAT CAAOCCTCTC 

1951 G/V3QQCACTT ATOOQOCTOG TACTGAGCAA AAXOGCTA ATCCTAATCC 

2 001 TTCTCTTGAG G^GTCTCAGC CTCTTAATAC TTTCATGTTT CAGWTAATA 

2 051 GG1TO0GAAA T>mX333G GCATTAACTG TTTATAOGGC CACTGTTACT 

2101 ADOOCGTTAA AACTTATTAC C^T/£ACTC CTGTATCATC 

2151 AAAA3CCA7G TATGACGCTT ACTQGWCQ3 TAAATTCAGA G^OTCDGCTT 

22 01 ADCCCGTTM AACTTATTAC CAGJPCACYC CTGTATCATC 

2151 AWOXATG TGCCTCAAX TCCTGTCMT GCTQGOGQOG GC7CTGGTGG 

22 01 TCCATTCTGG CTTTAATCAA GATTXATTOG TTTGTGAATA TCAA3QOCM 

225 1 TDGTUTGACC TGCCVCAACC TCCTGTCAAT GCTQQCGQDG GCTCTOSTGG 

2301 TGGTTCTQGT GQOQQCTUTG A3QGIGGIGG CTCTGAGQGT G333STTCTG 

2351 A3QGTQQCQ3 CTUTGAQQGA GGpGGTTDOG GTGGTQQCnC TGGT7CCGGT 

24 01 GATTTTGATT ATGAAAAGAT QGCAAAOGCT AATA/V3QQQG CTATG^OCG^ 

2451 AMTGCCG^T GAAAACGCGC TACAGTCICA CXXTAAA3GC AAACTTGATT 

Figure 5 

M13mp1^ -Nucleic Acid Sequence 
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2501 


CTCTCQCTAC 


TGATTACGGT 


GCJTGCTAT0G 


ATGGTTTCAT 


TGGTGAOGTT 


2551 




CTAATGGTAA 


TQGTGCTACT 


GGTGATTTTG 


CTGGCTCTAA 


2601 


TTCCCAAATG 


GCTC4AGTCG 




TAATTCACCT 


TTAATGAATA 


2651 


ATTTCCG7CA 


ATATTTACCT 


TCCCTOCCTC 


AATCGGTTGA 


ATGTCQCCCT 


2701 


TTTGTCTTTA 


QOGCTGGTM 


ACCATATGAA 


TTTTCTATTG 


ATTGTGaCAA 


2751 


AATAAACTTA 


TTOOGTGGTG 


TCTTTGCGTT 


TCTTTTATAT 


GTTGCCAOCT 


2801 


TTATGTATGT 


ATTTTCTACG 


TTTGCTAACA 


TACTGCGTAA 


TAAGGAGTCT 


2851 


TTATCATGCC 


AGTTCTTTTG 


GGTATTCCGT 


TATTATTGCG 


TTTCCTCGGT 


2901 


TTCCMCIGG 


TAACTTTGTT 


CQ3CTATUTG 


CTTACTTTTC 


TTAAAAAGGG 


2951 


CTTOGGT/W3 


ATAGCTATTG 


CTAT7TCATT 


GTTTCTTGCT 


CTTATTATTG 


3001 


GGCnAACTC 


AATTCTTGTG 


GGTTATCTCT 


CTGATATTAG 


CGCTCAATTA 


3051 


axrrcrG^ar 


TTGTTCAQGG 


TGTTCAGTTA 


ATTCTCOCGT 


CTAATGCGCT 


3101 


TCCCTGTTTT 


TATGTTATTC 


TCTCTGTAAA 


GQCTOCTATT 


TTCAII IMG 


T 1 ^ 1 


ArfZTTAAACA 
MOO I 1 nnrtLn 


AAAAATfYVTT 


TPTTATTTrV^ 


ATTTWT1ATA A 
Al ll^JLaftlAA 


ATA ATATW"^/""* 

AlAAIAICatiU 


3201 


TGTTTA7TTT 


GTAACTGGCA 


AATTAGGCTC 


TOGAAAGAOG 


CTOGTTA3CG 


3251 


TTGGTAAGAT 


TCAGGATAAA 


A1TCTAGCTG 


GGTGCAAAAT 


AGCAACTAAT 


3301 


CTTGATTTAA 


GGCTTCAAAA 


OCTCCOGCM 


GTOQGGAGGT 


TCGCTAAMC 


3351 


GOCTCQCGTT 


CTTAGAATAC 


CGGMAA33C 


TTCTATATCT 


GATTTGCTTG 


3401 


CTATTGQGDG 


CGGTAATGAT 


TDCTACGMTG 


AAAATAAAAA 


OGGCTTGCTT 


3451 


GTTCT"OGAJG 


AGTGDGGTAC 


TTGG7TTAAT 


AOCCGTTCTT 


GGAATGATAA 


3501 




CCGATTATTG 


ATTGGTTTCT 


ACTOCTCGT 


AAATTAGGAT 


3551 


GGGATATTAT 


TTTTCTTGTT 


CAGG4CTTAT 


CTATTGTTGA 


TAAACArfGQOG 


3601 


CGIICIGCAT 


TAGCTGAA£A 


TGTTGTTTAT 


TUTCGTCGTC 


TGGACAGAAT 


3651 


TACTTTACCT 


TTTGTCGGTA 


CTTTATATTC 


TCTTATTACT 


GQCTOGAAM 


3701 


TGCCTCTQX 


TAAATTACAT 


GTTGQDGTTG 


"TTAAATATGG 


CGaTTCTCAA 


3751 


TTAAGCCCTA 


CIGIIGW30G 


TTGGCrfTAT 


ACTQGTAAGA 


ATTTGTATAA 


3801 


CGCATATGAT 


ACTAAACAGG 


CTTTTTCTAG 


TAATTATGAT 


TCOGGTGTTT 



Figure 5 



M13mp1 a -Nucleic Acid Sequence 
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3851 


ATTCTTATTT 


AACGCCTTAT 


TTATCACACG 


GTCGGTATTT 


CAAAOCATTA 


3901 


AATTTAGGTC 


AGAAGMGAA 


ATTAACTAAA 


ATAATATTGA 


AAAAGTTTTC 


3951 


TOQCGTTCTT 


TGTCTTGDGA 


TTGGATTTGC 


ATCAGCATTT 


ACATATAGTT 


4001 


ATATAACCCA 


AXTAA300G 


GAQGTTA4M 


AGGVAGTCVC 


TCAGAOCTAT 


4051 


GATTTTGATA 


AATTGACTAT 


TGACTcrrcr 


CACCGTCTCA 


ATCTAAGCTA 


4101 


TCQCTATGTT 


TTCAAGGATT 


CTAAGQGAAA 


ATTAATTAAT 


ACOGflCGATT 


4151 


TACAGMGCA 


AGGTTATTCA 


CTCACATATA 


TTGATTTATG 


TACTGTTTCC 


4201 


ATTAAAAAAG 


GTAATTCAM 


TGAAATTGTT 


AAATGTMTT 


AATTTTGTTT 


4251 


TCTTGATGTT 


TGTTTCATCA 


TCTTCTTTTG 


CTCAGGTMT 


TGAAATGAAT 


4301 


MTTOGOCTC 


TGCGCGATTT 


TGTAACTTGG 


TATTCAAAGC 


MTC^GQCGA 


4351 


AATCCGTTATT GHTTCTOXG 


ATGTAAAA3G 


TACTGTTACT 


GTATATTCAT 


4401 


CTGACGTTM 


AOCTGAAMT 


CTACQCAATT 


TCTTTATTTC 


TGTTTTACGT 


4451 


GCTAATAATT 


TTGATAATGGT 


TGGTTCAATT 


CCTTCCATM 


TTCAGAAGTA 


4501 


TMTCCAAAC 


MTCAGGATT 


ATATTGATGA 


•ATTGCCATCA 


TCTGATAATC 


4551 


AGCWkJATGA 


TGATAATTCC 


gctocttctg 


GTGGI I ICI I 


TGTTOOGCAA 


4601 


MTGATMTG 


TTACTCAAAC 


TTTTAAAATT 


AATAACGTTC 


GTCCAAAGCA 


4651 


TTTAATACGA 


GTTGTCGAAT 


TGTTTGTAAA 


GTCTAATACT 


TCTAAATCCT 


4701 


CAMTGTATT 


ATCTATTGAC 


QGCTCTMTC 


TATTAGTTGT 


TAGTGCTCCT 


4751 


AAAGATATTT 


TAGATAACCT 


TCCTCAATTC 


CnTCTACTG 


TTGATTTGCC 


4801 


AfiCYGfiCCAG 


ATATTGATTG 


AQGGTTTG4T 


ATTTGAGGTT 


GAQGAAGGIG 


4851 


ATGCTTTAGA 


I I 1 1 I CATTT 


QCTGCTGGCT 


CTG^GOGTGG 


CACTGTTGCA 


4901 


GGQQGTGTIA 


flJACY&€CG 


ccrcAccTur 


GTTTTATCTT 


CTQCTGGTQ3 


4951 


TTCGTTCGGT 


AlllllAATG 


GCGATGTTTT 


A3GGCTATCA 


GTTOQOQCAT 


5001 


TAAAG4CTM 


TAGCCATTCA 


AAAATATTGT 


CTGTGDCACG 


TATTCTTACG 


5051 


CTTTCAGGTC 


AGMGGGITC 


TATCTCTGTT 


GXCAGAATG 


TCCCI 1 1 1 AT 


5101 


TAAAGACTAA 


TAGCCATTCA 


AAAATATTGT 


CTGTGOCACG 


TATTCTTACG 


5151 


OGATTG^GOG 


TCAAAATGTA 


GGTATTTCCA 


TGAGLXa 1 1 1 1 


TCCTGTTQCA 



Figure 5 



M13rilp^8 Nucleic Acid Sequence 
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5201 


ATQQCTQ30G 


GTAATATTGT 


TCTGGATATT 


PCCACCAAOG 


0CG4TAGTTT 


5251 


GA6TIUICI 


ACTCAGGCAA 


GTGMGTTAT 


TACTAATCAA 


AGAAGTATTG 


5301 


CTACA/V3GGT 


TAATTTGCGT 




CTCTTTTACT 


OGGTGGCX^TC 


5351 


ACTGMTATA 


AAAACACTTC 


TCAAGATTCT 


GQOGTiflOOGT 


TCCTGTCTM 


5401 


MTCCCTTTA 


ATCQQXTOC 


TGTTTAGCTC 


COQCTCTG^T 


"TCXAAOGAQG 


5451 


AAAGCAOGTT 


ATACGTOCTC 


GTCAAAGCAA 


CXATAGTACG 


CGCOCTC3TAG 


5501 


CQQDGCATTA 




GIGTGGTGGT 


TAXDQOV3C 


GTGAOOGCTA 


5551 


CflCUGCCAG 


OGOOCIAGOG 


COOGCVOCTT 


TCGUI l lUI 1 


CCCTTCCTTT 


5601 




TD3XGGCTT 


TCCCOGTCAA 


GCTCTAAATC 


GGGGGCIO0C 


5651 


TTTAGGGTTC 


OGMTTAGTG 


CTTTACGQCA 


OCTDGflOOOC 


AAAAAACTTG 


5701 


ATTTQGGTG^ 


7QGTTC40GT 


A3TGGQ0GM 


OGOOCTGAJA 


g^cggttttt 


5751 


CUOUCMIGW 


CGTTOGAGTC 


CACGTICIII 


MTAGTGGAC 


TCTTGTTCCA 


5801 




ACACTCAACC 


CTATCTOGGG 


CTATTCTTTT 


GMTTATAAG 


5851 


GG4TTTTGCC 


G^TTTDGGM 


OC/VXATCAA 


ACAGGATTTT 


OGCXTfQCTGG 


5901 




CGVGCSCCGC 


TTGCTOCAAC 


7CTCTCAQ3G 


OG^QQOQGTG 


5951 


AAQ33CMTC 


A3CTOTTGCC 


UGIUIULX;iG 


GTGWW^A 


AAAOCWCOCT 


6001 


GGOG0OCMT 


A3QCMAOOG 


GCTUTCGOCG 


OQQGTTGQOC 


GATTCATTAA 


6051 








AAAXQQQCA 


GTGflGDQCM 


6101 


CGCAATTMT 


GK^GUACC 


TCACTCATTA 


GGCAOOOGOG 


GCTTTACACT 


6151 


TTATQCTTCC 


GQCTCGTATG 


TTCTGTQGM 


T7GTGAGCGG 


ATAACAATTT 


6201 


CACACA2CAA 


ACAGCTATO* 


CCATGMTAC 


GAATTOGAGC 


TCQ3TA0OOG 


6251 


GCG4TCCTCT 


PGAGVCGfiCC 


TQCW3QCA1G 


OVV3CTTQX 


pcvcrrrrxc 


6301 


GIIIIACAAC 


GIUGTG4CTG 




GQ03TTAXC 


AACTTAATCG 


6351 


CCHGCACCA 


CAATOC0CTT 


TOQCXWXTO 


GCGTAMAGC 


Ga^Gflrnmn 


6401 


GCADOGATOG 




G4G1TGCGCA 


GDCTCMTGG 


OGwnnmn 


6451 


TTTOCCTOGT . 






CCQGWGCT 


GGCTGGAGTG 


6501 


OGMCTTOCT 


G^GGXGMA 


OQGRDGIOGr 


(xjcctcaaac 


TQQGAGATQC 








figure 5 
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6551 


A3GGTTA33A 


TGOQOOCATC 


JACACCAACG 


TMCCTATCC 


CATTA3GGTC 


6601 


MTO0G00GT 


TTGTTCCCAC 


GG^GAMOCG 


ACGGGTTGTT 


fiCVCCCYCAC 


6651 


ATTTAATGTT 


GATGWGCT 


G3CTAO*33\ 




CGAATTATTT 


6 70 1 


TTGATOQOGT 


TCCTATTGGT 


TAAAAAATGA 


GCTGATTTAA 


GAAAAATTTA 


6751 


AOGCGAATTT 


TAACAAAATA 


TTAACGTTTA 


CAATTTAAAT 


ATTTGCTTAT 


6801 


ACAATCTTCC 


TGI 1 1 1 IQGG 


QCI 1 1 ICIGA 


TTATGAACOG 


GGGrAOVTAT 


6851 


GMTOACATG 


CTAGI 1 1 IAC 


GMTACCGTT 


CATCGATTCT 


CTTGTTTGCT 


6901 


OCAGflClUVC 


A&sCAATGfiG 


CTGATAQOCT 


TTGTAGATCT 


CTCAAAAATA 


6951 


GCTACCCTCT 


COOCCATOAA 


TTTATCAGCT 


AGWDGGTTG 


AATATCATAT 


7001 


TGMGGTTGAT 


TTGACTGTCT 


OOGQCCTTTC 


TCACCCI 1 1 1 


GAATCTTTAC 


7051 


CTACACATTA 


CTCA3GCATT 


GCATTTAAAA 


TATATGflQQG 


TTCTAAAAAT 


7101 


TTTTATCCTT 


QOGTTGAMT 


AAAQ3CTTCT 


OOOQCAWG 


TATTACAGGG 


7151 


TCATMTGTT 


TTTGGTACM 


CCGATTTA3C 


TTTATGCTCT 


GAQGCnTAT 



Figure 5 
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COMPLEMENTARY TO M 13 




POSITION 


5' * 3' 


POSITION 




645 


AGCAACACTATCATA 
* 


631 


M 13 /1 


6 1 5 


AOGAOGATAAAAAOC 


601 


M13/2 


585 


TTTTGCAAAAGAAGT 
* * 


571 


M13/3 


555 


MTAGTAAAATGTTT 

* * 


O H I 


M -J 3/4 


525 


CMTACTOOGGWG 
* * 


511 


M -j 3 /5 


*t y o 


TGWTCXOOCTGAAA 


481 


M 13 /6 


465 


* * 


451 


Miq/7 

IVI | J/ / 


435 


G4QGTCTTTACCCTG 


421 


M i 3/ 8 


405 


AQG4AAGOQGAT7GC 


391 


M 1 3/9 


375 


A^Gvv^oooG^AA^ 


361 


M13/IO 




COMPLEMENTARY TO SS PHAGE DNA 




POSITION 




POSITION 






5 1 * * 3' 






351 


ATATTTGAAGTCTTT 
• • 


366 


M l3 /1 1 


371 


TCI 1 1 1 IGATGCAAT 
* * 


386 


M 13 /12 


391 


CTATAATACT CAGGG 
* * 


406 


M13/I3 


411 


TGATTTATGGTCATT 
* * 


426 


M 13 /14 


431 


GTTTAAAGCATTTG^ 
• * 


446 


Mis/15 


451 


TATTTATGACGATTC 
* * 


466 


M13/I 6 


471 


TATCCAGTCTAAACA 
* * 


486 


Mi 3/ 17 


491 


CTCTGGCAAAACTTC 
* * 


506 


M -J 3/1 8 


511 


TCGCTATTTTGGTTT 


526 


M 13/1 9 


531 


AAAOGAGQGTTATGA 


546 


M 1 3/2 0 



Figure 6 

Primers fo| J^ucleic Acid Production 
Derived from M13mp18 Sequence 
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Figure 7 

Appropriate M13mp18 Restriction Sites 
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Lane 1: from calf thymus + Taq digested mp18 amplification reaction 
Lane 2: from Taq digested mp18 amplification reaction 
Lane 3: from calf thymus amplification reaction 
Lane 4: 0X174 Hinf 1 size marker 



Figure 8 
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Lane 1: no template 

Lane 2: mp18 template, phosphate buffer 
Lane 3: Mspl/pBR322 size marker 
Lane 4: mp18 template, MOPS buffer 



Figure 9 
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Top= (+) Template 
Bottom= (-) Template 

Lane 1: phosphate buffer 
Lane 2: MES 
Lane 3: MOPS 
Lane 4: DMAB 
Lane 5: DMG 

Lane 6rpBR322/Mspl size marker 

<^ * 

Figure 10 
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M 2: 3 4 5 6 

4 * \ * 




Lane 1: DMAB buffer, no template 
Lane 2: DMAB buffer, mp1 8 template 
Lane 3: DMG buffer, no template 
Lane 4: DMG buffer, mp1 8 template 
Lane 5: No reaction 
Lane 6: 200 ng Taq I digested mp18 
size marker/positive control 



Figure 11 
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First Time Interval Second Time Interval 



Agarose Gel Analysis 

Lane 1: lambda Hind IN marker 

Lane 2: Amp/Untreated 

Lane 3: Amp/Kinased 

Lane 4: Amp/Kinased/Ligated 

Lane 5: PCR/Untreated 

Lane 6: PCR/Kinased 

Lane 7: PCR/Kinased/Ligated 

Lane 8: 0X174/Hinf1 marker 



Figure 
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Figure 13 
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1 2 34 5 6 




Lane 1: Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 14 
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1 2 34 5 6 




Lane 1: Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 15 
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Wavelength (nm) 



Figure 16 
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Figure 17 
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plBI 31-BH5-2 

fmet AUG of Lac 2 {T7 Promotor region-— 

LAC PROMOTOR..ATG ACC ATG ATT ACG CCA GAT ATC AAA TTA ATA CGA CTC ACT ATA 

oligo 50-mer 3'- tac t*aa t*gc ggt* ct*a t*ag t*Vt aat* tat* get* gag t*ga t*at* c-5' 

10 base insert 

T7 RNA Start («« T3 Promotor Region } 
IGGG CTC ICCT TTA GTG ACG GTT AAT 
•••»») «- T3 Start Signal 



plBI 31 BSII/HCV 

fmet AUG of Lac z (T3 Promotor region -»] T3 RNA Start 
UC PROMOTOR .ATG ACC ATG ATT ACG CCA AGC TCG AAA TTA ACC CTC ACT AAA /GOG 
oligo 50-mer 3*- tac t*aa t*ac t*aa t*gc ggt* t*V— 10 base insert- 

(«- T7 Promotor Region ) 

MULTIPLE CLONING SITE + 390 BASE INSERT CTA /TAG TGA GTC CGT ATT AAT.... 

«- T7 Start Signal 

5'-ct*a t*ag t*ga gt*c gt*a tfa at* 



Figure 18 



